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GO:0042805: actinin binding
GO:0035864: response to potassium ion
C0030312: Pancytopenia
GO:0031093: platelet alpha granule lumen
GO:0031432: titin binding
GO:0033218: amide binding
GO:0060004: reflex
GO:0016491: oxidoreductase activity
GO:0009954: proximal/distal pattern formation
GO:0055067: monovalent inorganic cation homeostasis
GO:0007171: activation of transmembrane receptor protein tyrosine kinase activity
GO:0048011: neurotrophin TRK receptor signaling pathway
GO:0015662: ATPase activity, coupled to transmembrane movement of ions, phosphorylative mechanism
GO:0099568: cytoplasmic region
GO:0008217: regulation of blood pressure
GO:0051965: positive regulation of synapse assembly
GO:0070979: protein K11-linked ubiquitination
GO:0032809: neuronal cell body membrane
GO:0044325: ion channel binding
GO:0030324: lung development
GO:0048589: developmental growth
GO:0004672: protein kinase activity
C0235480: Paroxysmal atrial fibrillation
GO:0016323: basolateral plasma membrane
GO:0097070: ductus arteriosus closure
GO:0098573: intrinsic component of mitochondrial membrane
GO:0072001: renal system development
GO:0008593: regulation of Notch signaling pathway
C0020649: Hypotension
GO:0006907: pinocytosis
GO:0001764: neuron migration
GO:0005912: adherens junction
GO:0007519: skeletal muscle tissue development
GO:0021544: subpallium development
GO:0006107: oxaloacetate metabolic process
GO:0006820: anion transport
C0033578: Prostatic Neoplasms
GO:0043254: regulation of protein complex assembly
GO:0001654: eye development
C1836542: Depressed nasal bridge
C0033975: Psychotic Disorders
GO:0060627: regulation of vesicle-mediated transport
GO:0033002: muscle cell proliferation
C0027765: nervous system disorder
GO:0045936: negative regulation of phosphate metabolic process
GO:1903789: regulation of amino acid transmembrane transport
GO:0010002: cardioblast differentiation
C0004238: Atrial Fibrillation
GO:0045596: negative regulation of cell differentiation
GO:0034705: potassium channel complex
GO:0048863: stem cell differentiation
C0041696: Unipolar Depression
GO:0009612: response to mechanical stimulus
GO:0009060: aerobic respiration
GO:0030902: hindbrain development
GO:0042593: glucose homeostasis
GO:0003358: noradrenergic neuron development
C0013421: Dystonia
GO:0009266: response to temperature stimulus
GO:0016208: AMP binding
C0030193: Pain
GO:0030104: water homeostasis
GO:0008285: negative regulation of cell proliferation
GO:0030534: adult behavior
GO:0045333: cellular respiration
GO:0042383: sarcolemma
GO:0098793: presynapse
GO:0030594: neurotransmitter receptor activity
GO:0051147: regulation of muscle cell differentiation
GO:0007169: transmembrane receptor protein tyrosine kinase signaling pathway
GO:0070848: response to growth factor
C0007194: Hypertrophic Cardiomyopathy
GO:0044262: cellular carbohydrate metabolic process
GO:0007610: behavior
C0700208: Acquired scoliosis
GO:0045211: postsynaptic membrane
GO:0005759: mitochondrial matrix
GO:0051952: regulation of amine transport
GO:0006939: smooth muscle contraction
GO:0023061: signal release
GO:0006816: calcium ion transport
GO:0006839: mitochondrial transport
GO:0051962: positive regulation of nervous system development
GO:0032870: cellular response to hormone stimulus
GO:0009636: response to toxic substance
C0018801: Heart failure
GO:0015980: energy derivation by oxidation of organic compounds
GO:0007423: sensory organ development
GO:0099536: synaptic signaling
GO:0030029: actin filament-based process
C0036572: Seizures
GO:0019932: second-messenger-mediated signaling
C0005586: Bipolar Disorder
C0004352: Autistic Disorder
C0878544: Cardiomyopathies
GO:0030017: sarcomere
GO:0051146: striated muscle cell differentiation
GO:0042391: regulation of membrane potential
GO:0043269: regulation of ion transport
GO:0003012: muscle system process


