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C0025202: melanoma
C0003504: Aortic Valve Insufficiency
GO:0090263: positive regulation of canonical Wnt signaling pathway
GO:0043954: cellular component maintenance
C0020507: Hyperplasia
C0005744: Blepharophimosis
C1836543: Thick vermilion border
C0042514: Tachycardia, Ventricular
GO:0030552: cAMP binding
GO:0005796: Golgi lumen
C0018817: Atrial Septal Defects
GO:0010564: regulation of cell cycle process
GO:0008360: regulation of cell shape
GO:0007519: skeletal muscle tissue development
GO:0071371: cellular response to gonadotropin stimulus
GO:0044853: plasma membrane raft
C0206762: Limb Deformities, Congenital
C1832117: Short upper arms
C0009404: Colorectal Neoplasms
GO:1901213: regulation of transcription from RNA polymerase II promoter involved in heart development
GO:0071711: basement membrane organization
GO:0005509: calcium ion binding
GO:0050839: cell adhesion molecule binding
GO:0017046: peptide hormone binding
GO:0045294: alpha-catenin binding
GO:0042734: presynaptic membrane
GO:0031098: stress-activated protein kinase signaling cascade
GO:1903530: regulation of secretion by cell
GO:0003680: AT DNA binding
GO:0021536: diencephalon development
GO:0086012: membrane depolarization during cardiac muscle cell action potential
GO:0099545: trans-synaptic signaling by trans-synaptic complex
GO:0002028: regulation of sodium ion transport
GO:0071158: positive regulation of cell cycle arrest
GO:0042641: actomyosin
GO:0034446: substrate adhesion-dependent cell spreading
GO:0030903: notochord development
GO:0033280: response to vitamin D
GO:0045778: positive regulation of ossification
GO:0030157: pancreatic juice secretion
GO:0035270: endocrine system development
C0023893: Liver Cirrhosis, Experimental
GO:0009950: dorsal/ventral axis specification
GO:0051099: positive regulation of binding
GO:0031720: haptoglobin binding
GO:0007200: phospholipase C-activating G protein-coupled receptor signaling pathway
GO:0021953: central nervous system neuron differentiation
C0344290: Vitreoretinal degeneration
GO:0035374: chondroitin sulfate binding
GO:0008217: regulation of blood pressure
GO:0086069: bundle of His cell to Purkinje myocyte communication
GO:0051129: negative regulation of cellular component organization
GO:0032906: transforming growth factor beta2 production
GO:0042698: ovulation cycle
GO:0099054: presynapse assembly
GO:0050919: negative chemotaxis
GO:0042060: wound healing
GO:0015629: actin cytoskeleton
GO:2001212: regulation of vasculogenesis
GO:0001666: response to hypoxia
GO:0007169: transmembrane receptor protein tyrosine kinase signaling pathway
GO:0002065: columnar/cuboidal epithelial cell differentiation
GO:0003284: septum primum development
GO:0005581: collagen trimer
GO:0030324: lung development
GO:0004222: metalloendopeptidase activity
GO:0060039: pericardium development
GO:0007369: gastrulation
GO:0034330: cell junction organization
GO:0098742: cell-cell adhesion via plasma-membrane adhesion molecules
GO:0031589: cell-substrate adhesion
GO:0008083: growth factor activity
GO:0019827: stem cell population maintenance
GO:0060322: head development
C1843687: ATRIAL FIBRILLATION, FAMILIAL, 1 (disorder)
GO:0005604: basement membrane
GO:0007423: sensory organ development
GO:0000904: cell morphogenesis involved in differentiation
GO:0051216: cartilage development
GO:0072001: renal system development
GO:0030029: actin filament-based process
GO:0061383: trabecula morphogenesis
GO:0048608: reproductive structure development
GO:2000826: regulation of heart morphogenesis
GO:0003207: cardiac chamber formation
GO:0051890: regulation of cardioblast differentiation
GO:0043408: regulation of MAPK cascade
GO:2000027: regulation of animal organ morphogenesis
GO:0055123: digestive system development
GO:0003197: endocardial cushion development
GO:0001503: ossification
GO:0045596: negative regulation of cell differentiation
GO:0070848: response to growth factor
GO:0008015: blood circulation
GO:0031012: extracellular matrix
GO:0001568: blood vessel development
GO:0001501: skeletal system development
GO:0060485: mesenchyme development
GO:0003007: heart morphogenesis
GO:0007507: heart development


